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ABSTRACT: Objective To compare the sensitivity of ctDNA, CEA and CA19-9 in the treat-
ment of non-small cell lung cancer (NSCLC) according to imaging manifestation. Methods After
two times of chemotherapy or targeted therapy, all patients were detected by CT, CEA and CA19-9
before and after treatment, and peripheral blood samples were collected. Fluorescence PCR was used
to detect the total DNA amount of peripheral blood, the total amount of DNA and the number of copies
of methylated DNA. Imaging RESIST1. 1 standard was used as the standard for efficacy evaluation.
Results Taking CT as the reference standard, the sensitivity of CEA in evaluating therapeutic effica-
cy was 54.17% , and the sensitivity of CA 19-9 was 64. 58% , and there were no statistical differ-
ences (P =0.299). The sensitivity of ctDNA was 47.92% , which showed no significant difference
when compared with CEA (P =0.540). There was no significant difference in sensitivity between
ctDNA and CA 19-9(P =0.100). Conclusion The sensitivity of CEA, CA19-9 and ctDNA in eval-
uating efficacy shows that CA 19-9 is the best and ctDNA is the worst.
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